SUPPLEMENTARY DATA
Supplementary Figure 1 Participants flow chart included in current study

1024 participating women
initially recruited in Gen3G

{first trimester)

898 participating women
with a visit at 2™ trimester

(856 with complette OGTT
and 822 with Matsuda index)

854 mother-child pairs with
data at delivery

594 mother-child pairs with
placenta collected at delivery

460 placenta samplas sent to
Mumina

430 participants included in
the present study
(passed DNAm QC and
Matsuda available)
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Supplementary Figure2.
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Supplementary Figure 3.
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SUPPLEMENTARY DATA

Supplementary Table 1: Single Nucleotide Polymorphisms (SNPs) used to create genetic risk
score (GRS) of insulin sensitivity
initial associationin  Association in Gen3G
SNPs chr position  annotated gene  Prokenpenko et al. with Matsuda (In)
Beta beta (SE)
rs1260326 2:27730940 GCKR -0.067 -0.02307 (0.03824)
rs35767 12:102875569 IGF1 -0.080 0.01581 (0.05446)
rs459193 5:55806751 ANKRD55/MAP3K1 -0.053 -0.09932 (0.04122)
rs4846565 1:219722104 LYPLAL1 -0.044 -0.09431 (0.04130)
rs4865796 5:53272664 ARL15 -0.071 -0.01121 (0.04271)
rs6822892 4:157734675 PDGFC -0.093 -0.006239 (0.040982)
rs7607980  2:165551201 COBLL1 -0.120 -0.09199 (0.05452)
rs1801282 3:12393125 PPARG -0.084 -0.10657 (0.06494)

©2019 American Diabetes Association. Published online asHttiabetes.diabetesjournals.org/lookup/suppl/doi:10.2B8890798+/DC1




SUPPLEMENTARY DATA

©2019 American Diabetes Association. Published online as:Httiabetes.diabetesjournals.org/lookup/suppl/doi:10.288307984/DC1



